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DISCLAIMER

This repofi was prepared as an account of work sponsored
by an agency of the United States Government. Neither
the United States Government nor any agency thereof, nor
any of their employees, make any warranty, express or
implied, or assumes any legal liability or responsibility for
the accuracy, completeness, or usefulness of any
information, apparatus, product, or process disclosed, or
represents that its use would not infringe privately owned
rights. Reference herein to any specific commercial
product, process, or service by trade name, trademark,
manufacturer, or otherwise does not necessarily constitute
or impiy its endorsement, recommendation, or favoring by
the United States Government or any agency thereof. The
views and opinions of authors expressed herein do not
necessarily state or reflect those of the United States
Government or any agency thereof.
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The following specific aim for the International Conference on Intelligent
Systems(NH%fB96and KM!397) were proposed and exercised:

● Convene a critical mass of researchers applying advanced computational
techniques to problems in molecular bioIogy.

Q Promote interchange of problems and solutions between computer scientists and
molecular biologists,

Q Create educational opportunities in this cross-disciplinary field for students and
senior researchers wishing to either apply or benefit fiorn these techniques.

. Produce ttn archival peer reviewed proceeding as a forum for rapid
disseminaticm of new results.

● ~“ntain the rnornetitum generated by the highly successfid previous
conferences in the series and establish a regular event that will help to solidi~
the field.

. Foster the involvement of women and minorities in the field.

The Fourth International Conference on Intelligent Systems for Molecular Biology
(ISMB-96) was held at WashingtonUniversity in St, Louis from June 12-15,1996.
The call for papers produced 65 submissions that were of high standard that
reflected the international character of the coderence, with submissions received
from North America, Europe, Asia, and Australia. All papers were rigorously
reviewed by at least three members of the program committee, and the program for
the conference was assembled based on their recommendations. Only those papers
that could be presented as fill talks at the conference were accepted for publication
as Ml papers in the proceedings. Thus, only 27 top-quality papers were included in
these proceedings. AN attendees at the conference were encouraged to present at
the open poster sessions. The poster abstracts were made available as World Web
documents, and were pubiished in a separate booklet.
Keynote addresses were given by four eminent speakers: Professor Russell
Doolittle for the University of California at San Diego, Professor David Haussler
for the University of California at Santa Guz, Professor Chris Sander from the
EMBL-EBE at Cambridge, and Profmsor Robert Waterston for Washington
University in St. Louis.
The ISMB-97 conference took place in Iikdkidiki, Greece, &om June 21-25, 199?.
The conference consisted of one-day tutorials followed by four days of technical
presentations, and included a workshop on genome annotation.
The organizing committee received eighty-five submitted papers. Each paper was
reviewed by three members of the program committee. Based on these reviews, the
organizers accepted thirty-two papers for publication in the proceedings and oral
presentation at the meeting. An additional twenty-two papers were accepted for
publication in short form, and for dissemination of important research results
despitethe time constraintsof the conference.

KM 9S :S? 666?-8Z-d33



The invited speakers at this year’sconferencewere Profmsors Fotis C. Kafatos,
Director General, EMBL, Heidelberg, Germany; Richard Latbrop, University of
California at Irvine, Irvine, C.alifomiA USA, Marcie McClure, University of
Nevada, Las Vegas, Nevada, USA and Hans V. Westerhoff, Vrije Universiteit,
Amsterdam, The Netherlands.
In the past two years, bioinformatics has changed from a backwater to a tidal wave.
The ISMT3conference, now in its fourth year, has proven to be a dxivhg force
behind that wave. Surprisingly, the advances in bioinformrttics and computer
power that deliver f~er, more accurate processing of biological data continue to
be eqwdly matched by the abilities of experimentrdists to generate these date at an
ever-increasing rate. The ongoing chalkmge of capturing that data, and extracting
biological meaning horn it, is considerable. Thus, our clearest goal is to continue
applying the latest computational methods to the problems of managing and
analyzing molecukwbioIo~ data. However, as well as generating traditional types
of data at an accelerating pace (such as sequences and maps),experimentalists are
also developing high-throughput techniques for generating novel types of data,
such as gene-expression and protein-interaction data. A second challenge to the
ISM3 cmmunity is to integrate these novel types of data into a larger
bioinformatics hrnework that infers correlations among diverse types of
measurements. A final goal is to filly expioit the interdisciplinary nature of
bioinformatics problems by using these problems to drive the development of more
powerfidcomputer-science techniques.
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